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BE B {% VNTR allele profile RFLP 5 %7
K18,M27 | ®#% |3, 4,3,5,7,8,7,5,5,8,2,6,4,10,11,4,5, 3,3 i ! J

[N, A | 3,3,3,4,7,3,7,5,5,7,2,5,4,10,11,4,5, 3, 3

L39,M36 FE |2 31 89 2 5 4 3 19 4 3 2 46 36 1 1

o

MIC of antibiotics
SM EB KM INH RFP RBT LVFX SPEX CPEX
K18 0.5 1 1 0.125 0.06 = 0.25 0.125 0.25
M27 0.5 1 1 0.125 0.06 - 0.25 0.125 0.25
L13 0.5 1 1 0.125 0.03 0.008 0.25 - 0.125
L30 0.5 i i 0.125 0.03 0.008 0.25 = 0.125
L32 0.5 1 1 0.125 0.03 0.008 0.25 - 0.125
L39 1 1 2 0.25 0.06 - 0.25 0.125 0.25
M36 1 1 2 0.25 0.06 - 0.25 0.125 0.25
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*QFT test is not affected by BCG vaccination or many kind of non-TB
Mycobacterium infection. (kekkaku vol79,11:637-643,2004)

" Peculiar increase of IFN is shown 1n later stage of latent infection. Patient 1s
detectable within preclinical stage.
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BEREERUNEEZEMNICLI-EEZPCR

[ #E%E R A primer : esatTB ] QFTIRERCHE AT SESAT-6iR DB EFEHI M SE&ET
[ HEEE & primer : mys ] 16s-23s rDNASEELAITS)H 5585t

Amplification Plot

1000

esatTB probe

= "
mys probe

1000 E

mys: inBR = A

‘-\L - = -

T 1000 B2
esatTB: {5#% & A :

Lanel : DNA marker e
2R
5:INT
6: Other Mycobacteria el

[
0 § 10 1§ n k] kil k) 4 4

7-11 : sputum(normal)

Multiplex PCR Multiplex and Double probe FEPCR
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